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Abstract: [Objective] To investigate genetic polymorphism of fifteen short tandem repeat (STR) loci (D351358,
THO1, D21S11, D18S51, VWA, CSF1PO, D8S1179, TPOX, FGA, D5S818, D133317, D7S820, D16S539, D195433,
D2S1338) in Hainan Li ethnic population. [Methods] The allelic distributions of fifteen STR loci from 110 unrelate
individuals were examined through coamplification, gene scan and genotyping. [Results] All the 15 loci met Hardy—
Weinberg equilibrium. There were 149 STR alleles in Li ethnic group,with allelic frequencies ranging from 0.0045 to
0.5045, heterozygosity (H) from 0.6716 to 0.8754, discrimination power (DP ) from 0.8770 to 0.9673, probabilities of
patemity exclusion (EPP) from 0.4383 to 0.7396, and polymorphic information content (PIC) from 0.6265 to 0.8574.
[Conclusion} Our results provides a basis for studying the genetic structure of Chinese ethnic groups, the 15 STR loci
selected were suitable to detect polymorphisms, having good enough information contents.
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Table 1 Characteristics of STR loci

Chromosome Repeated Polymorphic frag-

Loci Alleles
site sequence ment length (bp)
D8S1179 8 TCTR 128-172 8-19
D21S11 21ql11.2-q21 TCTA 187-243 24-38
D7S820 7q11.21-22 GATA 258-294 8-14
CSF1PO 5q33.3-34  AGTA 281-317 7-14
D351358 3p TCTA 114-142 13-18
THO!1 11pl5.5 AATG 168-189 5-10
D13S317 13g22-31 GATA 206-234 8-14
D16S539 16q24-qter AGAT 234-274 8-15
D2S1338 2q35-37.1 TGCC 289-341 15-28
D195433 19q12-13.1 AAGG 106-140 9-18
vWA  12pl12-pter TCTA 157-197 14-20
TPOX  2p23-pter  AAGT 218-242 8-12
D18S51  18q21.3 AGAA 265-345 9-25
D55818  5q21-31 AGAT 135-171 7-14

FGA 4928 CTTT 219-267 18-28
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Table 2 Hardy—Weinberg test and statistical indexes ol pulymorphism
Locus H P DP EPP PIC df X P
CSFIPO 0.7394 0.1122 0.8878 0.4999 0.6910 7 8.7696 >0.25
D5S818 0.759% 0.0893 0.9107 0.5391 0.7188 11 18.7880 >(0.05
D135317 0.8227 0.0715 0.9285 0.6373 0.7933 13 15.3299 >(0.25
D75820 0.7873 0.0504 0.9496 0.5771 0.8036 20 14.3124 >0.75
TPOX 0.6716 0.0664 0.9336 0.4383 0.6265 6 12.0991 >0.05
vWA 0.8091 0.0656 0.9344 0.6192 0.8165 13 19.7500 >0.10
FGA 0.8555 0.0440 0.9560 0.7031 0.8343 17 20.1831 >0.25
THO1 0.7778 0.0879 09121 0.5611 0.7392 9 16.6401 >0.05
D351358 0.7253 0.:230 0.8770 0.4734 0.6715 7 5.8194 >0.50
D8S1179 0.8293 0.0504 0.9496 0.6571 0.8036 20 14.3124 >0.75
D21S11 0.7615 0.0883 09117 0.5584 0.7268 14 17.4327 >0.10
D195433 0.8138 0.0661 0.9339 0.6301 0.7848 23 18.4458 >0.50
D2S1338 0.8754 0.0327 0.9673 0.7396 0.8574 23 25.2453 >0.25
D168539 0.7817 0.0833 0.9167 0.5701 0.7446 11 12.3223 >0.25
D18551 0.8268 0.0524 0.9476 0.6587 0.8024 18 19.6344 >0.25
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